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In This IssueAID’ing Cancer to Infection
ROBBIANI ET AL., PAGE 727
The association between malaria and Burkitt’s lymphoma is explained by wide-
spread genomic instability in germinal center B cells, which is induced by the
protracted expression of AID, an enzyme that promotes double-strand breaks
as part of antibody maturation upon Plasmodium infection.Lassa-oing Viral Origins
ANDERSEN ET AL., PAGE 738
Sequencing the genomes of Lassa virus, which causes an acute hemorrhagic
fever, reveals its ancient origins and features distinct from Ebola.A Safety Lock for Recombination
TENG ET AL., PAGE 751
RAG endonuclease binds to thousands of genomic sites in lymphocytes in addition to those underlying its biological roles
in VDJ recombination. In order for cells to tolerate multiple rounds of DNA damage while avoiding oncogenic rearrange-
ments, evolutionary selection has depleted off-target sites of recombination signal sequences essential for recombination
to occur.YAPTAZtic Wnt Effector
PARK ET AL., PAGE 780
The transcriptional regulators YAP and TAZ are key downstream effectors of alternative Wnt signaling, mediating a range
of processes including cell migration, osteogenic differentiation, and negative control of canonical Wnt/b-catenin
signaling.Making Missense of Autism
YI ET AL., PAGE 795
A point mutation in UBE3A associated with autism disrupts a phosphorylation site, leading to excessive development of
dendritic spines.Synaptic Hogging
BIAN ET AL., PAGE 808
The pruning or elimination of dendritic spines is always coordinated with
the maturation of surviving neighboring spines. This process is bidirectionally
regulated by neural activity and mediated by inter-spine competition for cad-
herin/catenin cell adhesion complexes.Risk-free Liver Regeneration
FONT-BURGADA ET AL., PAGE 766
A newly identified cell type present in healthy liver displays an unmatched ca-
pacity to restore function to a chronically damaged organ. Despite this capac-
ity, these cells are not tumorigenic, enhancing their therapeutic potential and
challenging to notion that proliferation correlates with cancer risk.Cell 162, August 13, 2015 ª2015 Elsevier Inc. 691
The EB and Flow of Microtubule Dynamics
ZHANG ET AL., PAGE 849
EB proteins modulate structural transitions at growing microtubule ends by
recognizing and promoting a transient intermediate state generated during
GTP hydrolysis, explaining their end-tracking behavior and impact on microtu-
bule dynamics.A Fly for All Seasons
PETSAKOU ET AL., PAGE 823
Circadian oscillations in Rho1 activity in Drosophila pacemaker neurons drive
daily cycles of axon arbor extension and retraction. This controls daily patterns
of behavior and underlies the fly’s ability to adapt to changing seasons.Clocking Membrane Excitability
FLOURAKIS ET AL., PAGE 836
Membrane excitability in neurons goes up and down rhythmically in a circadian manner due to distinctly timed sodium and
potassium electrical drives.Yoga for DNA Transposition
ARIAS-PALOMO AND BERGER, PAGE 860
A clamshell-shaped AAA+ ATPase promotes transposon insertion by inducing a sharp bend in the target site DNA and the
resulting complex is selectively recognized by the transposase.Making the Most of an mRNA
YOUNG ET AL., PAGE 872
Ribosomes enter mRNA 30UTRs and reinitiate translation without start codon preference to produce small peptides. 80S ribo-
some levels in 30UTRs are enhanced when ribosome recycling is compromised and under stress conditions, suggesting that
modulating recycling and reinitiation helps shape the proteome in response to environmental perturbations.Individual Expression in a Crowd
DU ET AL., PAGE 885
Cis-acting sequences within a pri-miRNA cluster dynamically regulate their expression, effectively uncoupling production of
individual miRNAs during development.A Sense of Direction
GUO ET AL., PAGE 900
The relative orientations of CTCF binding sites in enhancers and promoters
determine the directionality of DNA looping and regulation of gene expression.
The findings reveal how chromosome architecture is encoded by genome
sequence and provoke thinking about how sequence orientation is functionally
translated.Nuclear Space Exploration
SHACHAR ET AL., PAGE 911
HIPMap is a high-throughput platform to determine a gene’s location in the
3D nucleus that can also be used to discover factors that control chromatin
organization.Cell 162, August 13, 2015 ª2015 Elsevier Inc. 693
